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•  More than two species

•  Nucleotide-level resolution (gapped
alignments)

•  High-level resolution (synteny)

•  Intuitive graphical rendering

Goals



How to get the most information about the alignments?
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Gbrowse_syn: quick tour



Gbrowse_syn: quick tour  (shaded alignments)



Gbrowse_syn: quick tour (outlines)



Gbrowse_syn: quick tour (strand correction)



Some performance and display issues…
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Cigar-string

Coordinate map



Gbrowse_syn: quick tour (grid lines)



Gbrowse_syn: quick tour (the works)



Gene structure changes



C. elegans ZK524.4 gene



C. elegans ZK524.4 gene



C. elegans ZK524.4 gene



3’ end



5’ end



C. briggsae

C. remanei



Chaining alignments



Other stuff





Graphical rendering of Anatomy Ontology





GBrowse_karyotype



GBrowse DNA Spectrogram plugin



GBrowse DNA Spectrogram plugin
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